: LVV-ECs, ECM and cell junction molecules are normally expressed in E12.0 embryos lacking GATA2.
E12.0 Wild type and Lyve1-Cre;Gata2 f/f littermates or Tg(Prox1-tdTomato) and Tg(Prox1-tdTomato); Lyve1-Cre;Gata2 f/f littermates were frontally sectioned and IHC was performed for LVV-EC markers (PROX1, tdTomato, FOXC2, ITGA5, ITGA9), ECM components (FN1, LAMA5), and cell junction proteins (CD31, VE-Cadherin, GJA4, CLDN5). No obvious differences were observed between control and mutant samples. Statistics: n=3 embryos, 6 LVV complexes per genotype. Development: doi:10.1242/dev.184218: Supplementary information The second exon (out of six total exons) of GATA2 is schematically shown. Sequences corresponding to the sgRNAs are in bold and are underlined. The PAM sequences are in red. The ATG of GATA2 is located in between sgRNA1 and sgRNA2. HLEC-2 were infected with lentiviruses expressing Cas9 and the two sgRNAs and selected using puromycin. The region between sgRNA1 and sgRNA2 was PCR amplified and was sequenced using NGS approach. The sequence and contribution of major indels is depicted. These results demonstrate that ~99% of DNA fragments have large deletions in exon 2 of GATA2.
Statistics: Sequencing was performed using one batch of selected cells (out of 3 independently selected batches). Development: doi:10.1242/dev.184218: Supplementary information HLECs were treated with shGATA2 or miR-126 sponge and RNA-seq was performed. The differentially regulated genes were analyzed using DAVID. Table S1 : List of genes differentially regulated due to the knockdown of GATA2 or inhibition of miR-126 activity.
Click here to Download Table S1 Development: doi:10.1242/dev.184218: Supplementary information 
